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6 hr 6 hr 6 hr 0 hr Calibration curve for the polyhydroxyethyl aspartamide size exclusion column using fluorescaminederivatized amino acid and peptide molecular weight standards. The typical peak width of these amino acids and peptides was 0.7 min.
Supplemental Table S1 , related to Figure 4 . Peptides preferentially or exclusively produced from IGF-1 and casein by PA28αβ-20S immunoproteasomes. List of peptides generated exclusively or preferentially by PA28αβ-20S immunoproteasomes (i.e. whose relative amounts, estimated according to the MS signal intensity-based quantitation, are at least 50% higher than for 20S or 26S particles) from IGF-1 and casein.
IGF-1 Casein
Supplemental Table S2 , related to Figure 4 . Peptides produced from IGF-1 by hybrid complexes in common with 26S and PA28αβ-20S immunoproteasomes. List of peptides produced in common or preferentially by 26S and PA28αβ immunoproteasomes (i.e. whose relative amounts, estimated according the MS signal intensity based quantitation, are at least 50% higher for one of the two immunoproteasome variants) that are also generated by hybrid complexes (i.e. PA28αβ-20S-19S).
Supplemental Table S3 , related to Figure 5 . Grand average of hydropathicity (GRAVY) values of peptides preferentially or exclusively produced from IGF-1 and casein by 20S and PA28αβ-20S immunoproteasomes. The grand average of hydropathicity (GRAVY) values of peptides generated exclusively or preferentially (i.e. whose relative amounts, estimated according to the MS signal intensity-based quantitation, are at least 50% higher for one of the two immunoproteasomal variants) by 20S and PA28αβ-20S immunoproteasomes were calculated according to the Kyte-Doolittle scale (Kyte and Doolittle, 1982) with the ProtParam tool available at the ExPASy SIB Bioinformatics Resource Portal (http://www.expasy.org).
